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GENOMICS - SAMPLE REQUISITION FORM

CLIENT INFORMATION

Name

Name of the Institute
Department Phone No.
Address City

State Pin Mobile
Email ID

SAMPLE TYPE OODNA |ORNA OTissve O/Blood ||Others please specify

SAMPLE SOURCE
NO OF SAMPLES In words:

APPLICATION ONGS |O/Microarray |O|Genotyping | Others please specify

ASSAY TYPE NGS ASSAY TYPE MICROARRAY / SNP GENOTYPING
[0 DNA Sequencing | Meta-transcriptome Ll/Human Gene Expression

O Total RNA Sequencing SequencingGBS O/Mouse Gene Expression

[J| sRNA Sequencing L] ddRAD Sequencing [J|Rat Gene Expression

0 mRNA Sequencing O] LNC RNA Sequencing O Custome Gene Expression

L] Chip DNA Sequencing O] FAIRE Sequencing L1/ MIRNA Gene Expression

O] Bisulfite Sequencing O Amplicon Sequencing / [J/SNP Genotyping (lllumina Infinium Assay)

] Metagenome Sequencing Targefed re-sequencing L1/SNP Genotyping (Fluidigm Assay)

[J/Others Please specify: [J SNP Genotyping: Others Specify:

NGS LIBRARY TYPE [J/Short Insert | Long Insert L] Mate Pair | Others please specify

PLATFORM FOR SEQUENCING | [0 Miseq | Next Seq. 500 |[J HiSeq 2500 [ Hiseq X10 |[JNanopore |J|Pacbio
PREFERED READ LENGTH O7s5x1 Os0x1 O75x2 O1oox2 [O150x2 [H250 x2 |C]300 X 2
DATA REQUIREMENT

Please specify million reads / GB

DATA ANALYSIS [0 Required | Not Required

Packages are available as per analysis requirement, please contact the local representative for more details or write us
an email to : bioinformatics@sandor.co.in

FOR LAB USE

Sample Receiver Name Project ID

Temprature Sample Condition
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